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Supplementary Table   

Supplemenatry_Figures_and_L

egends 
Supplementary Table 1. 
Integration of DNA 
methylomic and 
transcriptomic data 
Differential expression 
analysis of previously 
published naive CD8+ T cells 
(n=2) and LCMV-specific 
small intestine tissue 
resident memory CD8+ T cell 
samples (gut TRM, n=2) 
shown in Fig. 2b was 
performed using DESeq2 
(GSE70813)36,59. 2,150 
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genes were identified as 
being up-regulated and 506 
genes were identified as 
down-regulated in gut TRM 
relative to naive CD8+ T 
cells (p value < FDR<0.05 
and log2fold>2). 
Overlapping upregulated 
and hypomethylated or 
downregulated and 
hypermethylated genes in 
gut TRM relative to naive in 
each comparison are 
given. Methylome data used 
in this comparison include 
n=2 gut TRM and n=3 naive 
samples (as in Fig. 2c). 

 


